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DNA MOLECULES AND CELLS TRANSFECTED THEREWITH 



FIELD OF THE INVENTION 

The present invention relates to cDNA molecules encoded by T cell receptor 
5 (TCR) genes and to antisense DNA molecules of said cDNAs and their use in the 
modulation of mesenchymal cell growth and cell functions. It further relates to the novel 
proteins, or peptides encoded by these transcripts, and uses thereof. 

DESCRIPTION OF THE RELATED ART 

10 MHC-restricted T cells express heterodimeric surface protein receptors (ctpTCR) 

co-localized with up to five additional non-variant membrane receptors (Strominger, 1989; 
Abbas et al., 1994; Jameson et al., 1995). This TCR complex specifically binds processed 
peptide antigens associated with MHC molecules. The interactions of TCR with MHC 
bound p~eptides~on~various target cellslnay have - consequences both in terms of T cell 

15 proliferation and in activation of effector mechanisms leading to target cell killing, graft 
rejection, and other biological effects. 

MHC class I gene products are widely expressed by various cell types while MHC 
class II molecules are expressed constitutively or are inducible in fewer, yet rather diverse 
cell types, such as dendritic cells, B lymphocytes, macrophages and vascular endothelial 

20 cells. By contrast, the T cell receptor complex is thought to be expressed solely by T cells, 
which further possess complicated signaling cascades as well as specific enzymes engaged 
in TCR gene rearrangement. Thus, recognition of MHC presented peptides seems to be a 
highly specific T cell function. 

Functional TCR a and p chain genes, which are capable of being expressed as 

25 polypeptides, are normally present only in cells of the T lymphocyte lineage. These 
functional TCR genes are formed by somatic rearrangement of germline gene segments. 
Each TCR locus consists of variable (V), joining (J), and constant (C) region genes, and 
the p chain locus contains diversity (D) gene segments. In mice there are 20 to 30 Vp gene 
segments that are located 5' of the two clusters of C and J segments. There is a single Coc 

30 gene associated with a large 5' cluster of up to 50 different J segments and about 75 Va 
segments. There is a large region of intervening DNA between Va and Ja exons, which 
includes the entire TCR d chain locus. During maturation of T cells in the thymus, the 
TCR segments are rearranged in a defined order, resulting in the formation of functional 
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TCRa and P genes in which V, D, J and C segments are in close proximity, to each other. 

The p chain locus rearranges prior to the^a locus^ The primary transcripts contain 
noncoding intronic sequences between the VDJ and C genes, which are later spliced out. 
The functional T cell receptor is comprised of 2 polypeptides: the a chain is a 40 to 60 kD 
acidic glycoprotein, and the P chain is a 40 to 50 kD uncharged or basic glycoprotein. The 
V and C regions of a and P chains form intrachain disulfide bond loops, which might 
contribute to the formation of a tertiary structure and are presented on the cell membrane. 
The C region contains the transmembrane domain and a short cytoplasmic tail thought to 
be too small to have intrinsic signal transducing properties. 

T cells (Qian et al., 1993; Yoshikai et al., 1984) as well as B cells (Caiman and 
Peterlin, 1986) express a series of incomplete transcripts of TCRa and P, that vary in size 
and structure. These transcripts may be out of frame or their sequence may contains many 
_. stop codons.in some . cases mRNAs encoding the constant region. flanked_by_an_upstream_ 
spliced J segment were identified. In one case such a transcript of human TCRP, which 
contains an in-frame codon for methionine has been reported (Fagioli et al., 1991). 
However, no evidence for the existence of a protein encoded by these transcripts in T cells 
has been documented. TCR transcripts have also been reported in cell lineages other than T 
or B lymphocytes. Thus, TCRa mRNA was identified in murine kidney (Madrenas et al., 
1992; Madrenas et al., Transplanation Proceedings 23: 837, 1991; Madrenas et al, 1994). 
A recent study identified in ephithelial tumor cells a partial TCRy chain mRNA, lacking 
the V region. This mRNA encodes a 7 kDa protein, TARP, which is translated form a 
alternate reading frame and is therefore not homologous to the TCRy protein (Essand et al., 
1999; Wolfgang et al., 2000). No evidence for TCRab or TCR8 transcripts or proteins was 
found in this study. It is therefore generally accepted that TCRp transcripts are not found 
outside of the lymphocyte lineage and that TCR protein expressed at the cell surface is a 
specific T cell trait. 

Mesenchymal cells play a central role in embryogenesis by directing 
organogenesis. In the adult organism, tissue remodeling, such as that occurring in wound 
healing, are initiated by mesenchymal fibroblasts. The study of regulation hemopoiesis 
demonstrated that blood cell formation is locally regulated by stromal mesenchyme 
(Zipori, 1989; Zipori et al., 1989; Zipori, 1990; Weintraub et al., 1996). Indeed, bone 
marrow-derived primary stroma as well as a variety of mesenchymal cells lines derived 
from primary bone marrow cultures exhibit an in vitro capacity to support hemopoiesis 



and, upon transplantation, promote the formation of bone and hemopoietically active 
tissue in vivo at the site of transplantation. The molecules that mediate the instructive 
stromal activities have been shown to be a variety of cytokines and adhesion molecules. 
However, the molecules identified thus far cannot account for the wide spectrum of 
stromal cell functions and certainly do not explain stroma organization, stem cell renewal 
and other vital stromal functions. 

Citation of any document herein is not intended as an admission that such 
document is pertinent prior art, or considered material to the patentability of any claim of 
the present application. Any statement as to content or a date of any document is based on 
the information available to the applicant at the time of filing and does not constitute an 
admission as to the correctness of such a statement. 

SUMMARY OF THE INVENTION 



The present invention relates to new mRNAs transcripts and encoded proteins, 
which are short versions of a and p chains of the T cell receptor (TCR) as detailed herein 
below, and to uses of these molecules. 

The present invention relates, in one aspect, to a cDNA molecule encoded by a T 
cell receptor (TCR) gene, said cDNA molecule lacking V region sequences and 
comprising a constant (C) domain and a joining (J) region sequences, and a 5' intronic J 
sequence upstream said J region sequence including an in-frame methionine codon. 

The novel polynucleotide sequences disclosed herein and the corresponding 
proteins, polypeptides or peptides encoded by these polynucleotide sequences may be 
derived from any mammalian species including human genetic material. 

In one embodiment of the invention, the cDNA molecule is encoded by a mouse 
TCRP gene. The joining (J) gene sequence may be selected from, but is not limited to, 
Jp2.1 and JP2.6. 

According to this embodiment of the invention, the joining (J) gene sequence may 
be JP2.1 and said 5' intronic J sequence including an in-frame methionine codon codes for 
a peptide of the sequence MENVSNPGSCIEEGEERGRILGSPFLas 
depicted in Fig. 4. In an alternative, the joining (J) gene sequence is Jp2.6 and said 5' 
intronic J sequence including an in-frame methionine codon codes for a peptide of the 



sequence MGEYLAEPRGFVCGVEPLCas depicted in Fig. 4. The cDNA 
molecule in a preferred embodiment has the nucleotide sequence depicted in Fig. 1. 

In another embodiment of the invention, the cDNA molecule is encoded by a 
TCR.cc gene. In this case, the joining (J) gene sequences are selected from, but not limited 
to, JaTA31, JocTA46, JaNew05, JaS58, JaNew06, JaNew08, JaLB2A, JaDKl, and 
JaTA39. 

According to this embodiment of the invention, the cDNA molecule having a 5' 
intronic J sequence including an in-frame methionine codon is selected from the group 
consisting of: 

(i) the intronic JaTA3 1 gene sequence coding for the peptide: 
MAWH 

(ii) the intronic JaTA46 gene sequence coding for the peptide: 
M E A G WEVQHWVS DME CLTV 

(iii) the intronic JaTA46 gene sequence coding for the peptide: 
MECLTV 

(iv) the intronic JaNew05 gene sequence coding for the peptide: 
MTV 

(v) the intronic JaS58 gene sequence coding for the peptide: 
MCGSEEVF WES A 

(vi) the intronic JaNew06 gene sequence coding for the peptide: 
MACYQMYFTGRKVDEPSELGSGL 
ELSYFHTGGSSQAVGLFIENMIST 
SHGHFQEMQFSIWSFTVLQIS APG 

S H L V PETERAEGPGVFVEHDI 

(vii) the intronic JaNew06 gene sequence coding for the peptide: 
MYFTGRKVDEPSELGSGLELSYFH 
TGGSSQAVGLFIENMISTSHGHFQE 
MQFSIWS FTVLQISAPGSHLVPETE 
RAEGPG VF VEHDI 

(viii) the intronic JaNew06 gene sequence coding for the peptide: 
M I S T S H GH FQEMQFSIWSFTVLQIS 
APGSHLVPETERAEGP G V F V E H D I 

(ix) the intronic JaNew06 gene sequence coding for the peptide: 



MQFSIWSFTVLQISAPGSH 
LVPETERAEGPGVFVEHDI 
(x) the intronic JaNew08 gene sequence coding for the peptide: 
M W WGLILS AS VKFLQRKEILG 
5 (xi) the intronic JaLB2A gene sequence coding for the peptide: 
MVGADLCKGGWHCV 

(xii) the intronic JaDKl gene sequence coding for the peptide: 
MREP VKNLQGL VS 

(xiii) the intronic JaTA39 gene sequence coding for the peptide: 
10 MEVYELRVTLMETGRERSHFVKTSL; and 

(xiv) the intronic JaTA39 gene sequence coding for the peptide: 
METGRERSHFVKTSL. 



According to an alternative and more preferred embodiment, the novel intronic 
1 5 sequences and their corresponding peptides may be derived from human genetic material. 
Any known sequences, such as the joining segment of human Jp 2.3 gene, are explicitly 
excluded from the claimed novel sequences. 

According to this embodiment of the invention, the cDNA molecule having a 5' 
intronic J sequence including an in-frame methionine codon is selected from the group 
20 consisting of: 

1) the intronic JP2.3 gene sequence coding for the peptide: 

MGLSAVGRTRAESGTAERAAPVFVLGLQAV 

2) the intronic Jct2 gene sequence coding for the peptide 
25 M 

3) the intronic Jct3 gene sequence coding for the pep tide: 

MLLWDPSGFQQISIKKVISKTLPT 

4) the intronic Jct6 gene sequence coding for the peptide: 

MLPNTMGQLVEGGHMKQVLSKAVLTV 
30 5) the intronic Ja6 gene sequence coding for the peptide: 
M G Q L V E G-G H M K Q V L S K A V L T V 
6) the intronic Ja6 gene sequence coding for the peptide: 
MKQ VLSKA VLTV 



5 



7) the intronic Joc8 gene sequence coding for the peptide: 

MSEC 

8) the intronic Ja9 gene sequence coding for the peptide: 

MAHFVAVQITV 

9) the intronic Jal 1 gene sequence coding for the peptide: 

MGICYS 

10) the intronic Jal 3 gene sequence coding for the peptide: 

MKRAGEGKSFCKGRHYSV 

11) the intronic Jal 4 gene sequence coding for the peptide: 

MLTTLIYYQGNSVIFVRQHSA 

1 2) the intronic Ja24 gene sequence coding for the peptide: 

MQLPHFVARLFPHEQFVFIQQLSSLGKPFCRGVCHSV 

13) the intronic Ja25_gene..se.quence_coding.for the. peptide: 

M 

14) the intronic Ja3 1 gene sequence coding for the peptide: 

MGFSKGRKCCG 

15) the intronic Ja36 gene sequence coding for the peptide: 

MKKIWLSRKVFLYWAETL 

16) the intronic Ja40 gene sequence coding for the peptide: 

MGKVHVMPLLFMESKAASINGNIMLVYVETHNTV 

17) the intronic Ja40 gene sequence coding for the peptide: 

MPLLFMESKAASINGNIMLVYVETHNTV 

18) the intronic Ja40 gene sequence coding for the peptide: 

MESKAASINGNIMLVYVETHNTV 

19) the intronic Ja40 gene sequence coding for the peptide: 

ML V YVETHNTV 

20) the intronic Ja41 gene sequence coding for the peptide: 

MEEGSFIYTIKGPWMTHSLCDCCVIGFQTLALIGIIGE 
GTWWLLQGVFCLGRTHC 

21) the intronic Ja41 gene sequence coding for the peptide: 

mthslcd"ccvigfqtlaligiigegtwwllqgvfclg 

RTHC 

22) the intronic Ja44gene sequence coding for the peptide: 



MESQATGFCYEASHSV 



In another aspect, the invention relates to antisense DNA molecules of any of the 
cDNA molecules of the invention described above. 
5 The invention further relates to expression vectors comprising the cDNA and 

antisense molecules of the invention, and to host cells, particularly mammalian cells, 
comprising said vectors. In one preferred embodiment the host cells are transfected 
mesenchymal human cells. 

The cDNA of the invention can be used to transfect mesenchymal human cells for 
1 0 inducing mesenchymal cell growth. Thus the invention relates to compositions comprising 
said transfected mesenchymal human cells for use in disorders requiring induction of 
mesenchymal cell growth, such as wound healing. 

The invention further relates to a method for inducing mesenchymal cell growth 
comprising the step of administering to a subject in need thereof autologous transfected 
1 5 mesenchymal human cells comprising a cDNA molecule according to the invention, in an 
amount effective to induce mesenchymal cell growth. This method is preferably applicable 
for enhanced wound healing. 

The antisense DNA molecules of the invention can be used to transfect 
mesenchymal human cells for inhibiting or suppressing mesenchymal cell growth. Thus 
20 the invention relates to compositions comprising said transfected mesenchymal human 
cells for use in disorders requiring inhibition or suppression of mesenchymal cell growth, 
such as in carcinomas. 

The invention further relates to a method for suppressing mesenchymal cell growth 
comprising the step of administering to a subject in need thereof autologous transfected 
25 mesenchymal human cells comprising an antisense DNA molecule of the invention, in an 
amount effective to suppress mesenchymal cell growth, such as for suppression of 
carcinomas. 

The invention further relates to a polypeptide encoded by a DNA molecule of the 
invention. In one embodiment, said polypeptide is a protein capable of being expressed on 
30 the cell surface or intracellularly, and is encoded by the nucleotide sequence depicted in 
Fig. 1, more preferably, the protein of the amino acid sequence depicted in Fig. 1. 

The invention still further relates to a synthetic peptide deduced from an intronic J 
sequence of a TCR. 



7 



Examples of such peptides derived from non-human animals include but are not 
limited to: 

(a) MEN VSNPGSCIEEGEERGRILGS PFL 

(b) MGEYLAEP RG FVCGVEPLC 

(c) M A W H 

(d) ME AGWE VQH WVSDMECLTV 

(e) M E C L T V 

(f) M T V 

(g) MCGSEE VF V VES A " 

(h) MACYQMYFTGRKVDEPSELGSGL 
ELSYFHTGGSSQAVGLFIENMIST 
SHGHFQEMQFSIWSFTVLQISAPG 
SHLVPETERAEGPGVFVEHDI 

(i) MYFTG R K VDE PSELGSGLELSYFH 
TGGSSQAVGLFIENMISTSHGHFQE 
MQFSIWS FTVLQISAPGSHLVPETE 
RAEGPG VF VEHDI 

(j)MISTSHGHFQEMQFSIWSFTVLQIS 

APGSHL VP ETERAEGP GVF VEHDI 
(k)MQFSIWSFTVLQISAPGSH 

LVPETERAEGPGVFVEHDI 
(l)MWWGLILSASVKFLQRKEILC 
(m) MVGADLCKGGWHCV 
(n)MREPVKNLQGLVS 

(o)MEVYELRVTLMETGRERSHFVKTSL; and 
(p)METGRERSHFVKTSL. 

Examples of useful peptides according to the present invention derived from 
human sources include but are not limited to: 

i) MGLSAVGRTRAESGTAERAAPVFVLGLQAV 

ii) M L L W DPS GFQQISIKKVISKTLPT 

hi) MLPNTMGQLVEGGHMKQVLSKAVLTV 
iv)MGQLVEGGHMKQVLSKAVLTV 
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v) MKQVLSKAVLTV 

vi) M S E C 

vii) MAHFVAVQ ITV 

viii) M G I C Y S 

ix) MKRAGEGKSFC KG R H Y S V 

x) MLTTLIYYQGNSVIFVRQHSA 

xi) MQLPHFVARLFPHEQFVFIQQLSSLGKPFCRGVCHS 
V 

xii) MGFSKGRKCCG- 

xiii) MKKIWLSRKVFLYWAETL 

xiv) MGKVHVMPLLFMESKAASINGNIMLVYVETHNTV 

xv) MPLLFMESKAASINGNIMLVYVETHNTV 

xvi) MESKAASINGNIMLVYVETHNTV 

xvii) MLVYVETHNTV 

xviii) MEEGSFIYTIKGPWMTHSLCDCCVIGFQTLALIGI 
IGEGTWWLLQGVFCLGRTHC 

xix) MTHSLCDCCVIGFQTLALIGIIGEGTWWLLQGVFC 
LGRTHC 

xx) MESQATGFCYEASHSV 

In still a further aspect, the invention relates to an antibody raised against a peptide 
as defined above, particularly against said peptide (b). These antibodies are useful as 
markers of mesenchymal cells, for example for diagnostic purposes and for prognosis of 
cancer. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Fig. 1 depicts the nucleotide sequence of the J int J-CP2 mRNA transcript of the 
stromal/mesenchymal cell line, MBA- 13, and the deduced amino acid sequence encoded 
thereby. The cDNA products were obtained from reverse transcription (RT)-PCR analysis 
using TCR primers and sequenced. 

Figs. 2A-2F show flow cytometric analysis of J mt J-Cp2 expression by 
mesenchymal cells. Mouse embryonic fetal fibroblast (2E) and different MBA- 13 cell 



strains (1-3; 2A-2C, respectively) were stained with preimmunized (black histogram)- or 
immunized (green histogram) purified antibodies from rabbit serum. The rabbits were 
immunized to intronic J(32.6 peptide (b) of the sequence MGEYLAEP RG F V C G 
V E P L C. As a second antibody, we used Fab FITC conjugated donkey anti-rabbit IgG. 
5 Staining with second antibody only gave an histogram shown in blue color. Cells stained 
with rabbit polyclonal antibodies to irrelevant peptide 1121 of the sequence 
RGGGGGRGGLHD, similarly produced and purified, served as negative control (brown 
histogram). Competition of antibody binding was performed by pre-incubation of the 
purified immune serum with the specific immunizing intronic-Jp2.6 peptide (b), for 30 
10 min at room temperature (2D, red histogram). Competition with irrelevant peptide 1121 
served as negative control (data not shown). The results of a single experiment, out of 3 
performed, are shown. 



Fig. 3 shows RT-PCR analysis of the novel TCRCP2 cDNA including an in-frame 
15 intronic J sequence designated J int J-Cp2, obtained from MBA- 13 mesenchymal cell line 
and fetal primary cell cultures. The cDNA was obtained from RNA extracted from mouse 
embryonic fetal fibroblast and different MBA- 13 cell strains (1-3). RT-PCR was 
performed using the following sense pairs: 

exonic Jp2.6: 5 5 -CTATGAAC AGTACTTCGGTC-3 ' ; or 
20 intronic Jp2.6: 5 ' - ATGGGAGAATACCTCGCTG-3 ' ; or 

5 -CCCTAAATGGGAGAATACC; and 
antisense primer Cp3: 5'-CATCCTATCATCAGGGGGTTCTGTCTGCAA-3\ 
Products of 465 bp and 524 bp were produced, respectively. 

25 Fig. 4 depicts sequences of all possible versions of TCRctp containing an intronic 

f 5 end including an in-frame Met codon as collected from available data bases: the intronic 
JP sequences JP2.1 and JP2.6, and the intronic Ja sequences JaTA31, JaTA46, JaNew05, 
JaS58, JaNew06, JaNew08, JaLB2A, JaDKl and JocTA39. 

30 Fig. 5 shows determination of generation time of different clones of MBA- 13 cell 

line. Eight individual clones were studied by PCR for expression of M-TCR (TCRp J int - 
J2..6C). Out of those, four were found to be negative (M-TCR* clones E4, C6, Gl, B7) and 
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four were found to be positive (M-TCR + clones C4, D10, BIO, Bl). Cells were seeded for 
different concentrations (10 3 , 5xl0 3 and 10 4 /ml) and cell growth was determined after 44 - 
46 hours. The population's generation time was calculated. 



5 Figs. 6A-6C show RT-PCR analysis of TCR expression in different cell lines and 

primary cell cultures. cDNA was obtained from RNA extracted from different cell types, 
as described in the Materials and Methods section hereinafter, and RT-PCR was 
performed using the following primer pairs: Cpi and Cp2 primers for TCRC02 produced 
a 410 bp product (Fig. 6A); Cal and Tm or Cal and Ccc2 for TCRCa produced a 356 bp 
10 or 138 bp product, respectively (Figs. 6B and 6C). 

Figs. 7A-7D show mRNA expression of TCRCp (7A-7B) , TCRCa (7C) and 

C D3e7 ) D) mRNA tran scripts. Poly A+ mRNA, from mesenchymal (MB A- 1 3 , AC-6, 

NIH3T3, fetal cell culture), epithelial (1C8) and endothelial-adipocyte (14F1.1) cell lines, 

15 was Northern blotted as described in the Materials and Methods section hereinafter, and 
probed with the following probes: TCRCp , TCRCa and CD3s. For the TCRCp chain, 
thymus RNA exhibited 1.3 kb (full-length) and 1.0 kb (truncated) transcripts, while the 
mesenchymal MBA- 13, AC-6 and fetal cells exhibited a 1.1 kb transcript (Figs. 7 A and 
7B). For the TCRCa chain, thymus RNA and non-T cell lines exhibited a 1.6 kb 

20 transcript (Fig. 7C). For the CD3e chain, thymus RNA exhibited a 1.5 kb transcript, while 
non-T cells showed a transcript whose size was slightly larger (Fig. 7D). Hybridization 
signals for TCRCp were quantitated by densitometric scanning, and the signal value of 
MBA- 13 was 60 fold less than thymocytes. 

25 Figure 8. shows flow cytometric analysis of CD3s, TCRaP and TCRy5 antigens 

expression by MBA- 13 cells. MBA-13 cells were stained with FITC-conjugated TCRaP, 
CD3s and with PE-conjugated TCRy5 (line). For intracellular staining, cells were fixed 
and stained with FITC-conjugated TCRap using the Cytoperm kit. In all experiments, 
cells stained with isotype-matched FITC-conjugated rat anti-mouse IgG were also 

30 prepared as negative controls (full line). The results of a single experiment are shown. 
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Figure 9. human TCR J2.3-Cp. transcript was cloned from cDNA of cord blood 
mononuclear cells and amniotic fluid cells.. The cloned transcripts were sequenced and 
were found to be identical. The lines above the sequence indicate the boundaries of each 
segment. The predicted protein product is shown bellow the sequence. Bold font indicates 
an A to G transition that was found in both clones. 

Figure 10. Expression of GFP-TCR J2.3-CP in 293T transfected cells. Western 
blot analysis. Each lane was loaded with lysate of 5x1 0 5 cells, GFP-TCR J2.3-CP. was 
detected with Anti-GFP monoclonal antibody JL-8 Clontech (Palo Alto, CA). 



DETAILED DESCRIPTION OF THE INVENTION 



The present invention relates to new mRNA transcripts and proteins encoded by 
these transcripts which are short versions of a and P TCR as detailed hereinabove in the 
Summary of the Invention section, and to uses of these molecules. 

While studying the interactions of stromal cell lines with thymic T cells, we used 
reverse transcription polymerase chain reaction (RT-PCR) to amplify TCR gene 
fragments. Unexpectedly, the MBA- 13 mesenchymal stromal cell line, derived from 
mouse bone marrow, was found to consistently express TCRp constant (CP) region, while 
cDNA from a negative control tissue, i.e. liver, and from several control cell lines such as 
pre-B cells, plasmacytoma and mastocytoma cells, did not produce PCR products using 
primers from the TCR gene. 

Further studies with a variety of stromal cell lines, in accordance with the present 
invention, showed the existence of TCR gene derived mRNAs that encode short versions 
of the gene consisting of the constant (C) domain, which is identical to that of T cell 
receptor, a joining (J) region, which may be one of several alternatives, and a 5* domain 
consisting of a nucleotide sequence corresponding to an intronic J sequence (again one of 
several alternatives) including an in-frame codon for methionine. This mRNA lacks V 
region sequences. One of such molecules, namely a new version of a TCRP2.6, is shown 
herein to exist in mesenchymal cells and to encode a cell surface mesenchymal protein. 
Expression on the mRNA level has also been observed in the thymus. 
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According to the present invention, the uncloned stromal/mesenchymal mouse 
MBA- 13 cell line was subdivided into substrains that either express or do not express the 
molecule of interest, i.e. the J int -J(32.6-C protein and mRNA, on the mRNA and antigenic 
protein levels. We therefore single cell cloned MBA- 13 cells and obtained 8 different 
clonal populations by standard procedures. Out of these, 4 expressed the J int -J(32.6-C 
protein (M-TCR + clones C4, D10, BIO, Bl) and 4 were negative (M-TCR" clones E4, C6, 
Gl, B7). Fig. 5 shows that all the cells positive for J int -J(32.6-C had a population 
generation time (doubling time) of 15 hrs or less, which is considered very fast for 
mesenchymal cells. On the other hand, although the negative clones showed variable 
results, all grew much slower and 2 clones had a very slow growth rate with doubling time 
between 36-38 hrs. It is therefore implied that the expression of the gene of interest 
correlates with fast growth rate and that lack of expression results in retarded growth. 
These results are supported by preliminary data indicating that antib od ies to TC R3 
constant region interfere with the growth of mesenchymal cells. 

Thus, the expression or lack of expression of the mesenchymal TCR seems to 
control mesenchymal cell growth. The invention is therefore related to the use of the 
cDNA and antisense molecules of the invention derived from mesenchymal TCR mRNAs 
for expression in cells and tissues for the purpose of modulating stromal/mesenchymal cell 
growth and thereby their related tissue functions. For this purpose, the cDNA or antisense 
molecule is inserted in appropriate vectors such as, but not limited to, the retroviral vectors 
DCA/ and DCMm that are been used in clinical trials in gene therapy (Bordignon et al., 
1995). Preferably, the vector containing the cDNA or the antisense molecule, under the 
control of a suitable promoter such as that cDNA own promoter, will be used to infect or 
transfect suitable mammalian, preferably human, most preferably the patient's autologous 
mesenchymal cells. The thus obtained genetically-modified mesenchymal cells are then 
administered to a patient in need thereof by an appropriate route and are expressed in the 
desired site or tissue. 

In one embodiment, for the treatment of wounds, local application of the cells 
containing the cDNA molecule can be used to induce mesenchymal cell growth thus 
enhancing the wound healing process. In another embodiment, mesenchymal cells of the 
tumor can be transferred with the antisense cDNA and then be used for treatment of 
localized solid tumors, to achieve regression of the tumor mesenchyme and subsequent 
regression of the tumor. 
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The proteins encoded by the mRNAs of the invention are cell surface receptors of 
mesenchymal cells and may probably interact with ligands presented by neighboring 
hemopoietic or non-hemopoietic cells. Thus, in bound or soluble form, these proteins or 
the peptides derived therefrom, may have modulatory effects on cells that bear said 
5 ligands. 

The proteins and peptides of the invention may be used as immunogens for 
production of antibodies that may be used as markers of mesenchymal cells. 

Thus the invention relates also to antibodies, particularly to polyclonal antibodies 
to the proteins and peptides of the invention as well as proteolytic fragments thereof such 
10 as the Fab or F(ab'>2 fragments. These polyclonal antibodies are heterogeneous 
populations of antibody molecules derived from the sera of animals immunized with said 
protein or peptide antigen. 

The following are certain currently most preferred embodiments of human 
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sequences according to the present invention. In these embodiments, the methionine 
1 5 initiating the open reading frame is shown in bold italics, the amino acids that are 

translated from an intronic sequence upstream to J segments are shown in italics and the J 
segments are shown in bold, three dots denote the beginning of the CI segments. 



Homo sapiens beta gene segment 



Jp2.3 (bases 198551 to 198627) 

MetGLSA VGRTRAESG T A E RAA P V F V L G L QA KSTDTQ YFGPG 
TRLTVLEDLKNVFPPEVAVFEPSEAEISHTQKATLVCLAT 
GFYPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALNDSR 
25 YCLSSRLRVSATFWQNPRNHFRCQVQFYGLSENDEWTQD 
RAKPVTQIVSAEAWGRADCGFTSESYQQGVLSATILYEILL 
GKATLYAVLVSALVL Met A Met VKRKDSRG Stop 



30 Homo sapiens alpha gene segment 
Jct2 (bases 84269 to 84334) 

L L F K Stop Stop VGPVSLCNGVTYG Met NTGGTIDKLTFGKGT 
35 HVFIIS... 



Ja3 (83376. To 83437)l 

40 L Q G I E A A Met Stop REAHRPGENLGSTLTGCFQ Stop SLHFLSSK 
Met T I T T S Stop Stop Y E I Met A R Met Stop KVINK Stop Stop LF Stop N 1 1 1 1 1 
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IIEALLILRFTLS Stop RERRIAS LGNKRCKQ QRP K E P F RMetL 
L WDPSGFQQISIKK VISKTL P TV G V Q QC F Q DNLWIRDQ T Q 
H P A... 



5 Ja6(79270 to 79331) 

QLQEKRHIKFPLLSVLAALSEAPCI Stop LKSSRARPSECLPQ 
ASRVWCLYWGAGSRHGELLPCFSADGKVVFSPGYTGAKE 
LSSPQPLAPAPGLQHSGALRTAVGDFLQLREYSGGF PR Met 
10 LPNTMetGQL V E G G H Met K Q V L SKA V L TFCIRRKLHTYIWKR 
NQPYCSS ... 

Ja8(76346 to 76405) 

15 SIHGHHSCKKHV Stop LTNS Stop V W Met V K L P Stop VLSRTETL 
Stop L Y Stop Stop L F Stop LEY Stop Stop HFYITQGIQSRIFS WVLSDL 
LSSSNGLRKIKVK Stop Stop D Stop Met PPTTLVHACRHRNTLSN 
Stop LACDLAILA Met A Q Stop Q G P I L Y R V Met S E C EJH R L S ETCI 
WNW HP TSG QS... 

20 

Ja9(75756 to 75816) 

Q Y N Stop S T R A Stop L L C E L Stop RN A G Stop RHFAHRTLALRDSLK 
25 ISSSPLFIFPIRKLRPREVG Stop I V Stop GQCELGLGLEPGDPGP 
GAIFCDCCLVN Stop T S D R Stop E V Stop V Met L I N R K N K Stop V L Q G 
EYKNVLLITSTLV Stop A P Stop T C S P A V V Stop K W K E K E Met A HF 
V A Fg/rFGNTGGFKTIFGAGTRLFVKA... 

30 

B2 

Jal 1(72705 to 72765) 

35 VNSGYSTLTFGKGTMLLVSP 

EHCY Stop S S D V W F Stop QKNPNIAVIPL Stop KEQGRGFFSESSS 
Stop DLSILCQSVLWIQDTYIFVSSAGPTCSASDHLSLICK Met 
R 1 1 F K L Met A Q L K P K Stop G S G I Y A D Y Stop SIWLINEGFLSFSLC 
RSWVEIPNTANHFC Met GIC YSVN SGYSTLTFGKGTMLLVS 

40 P... 

Jal3(71282 to 71342) 

D Stop K I L E S Stop S Stop RKRQKVWLSTSSSSDLA Stop L V N L G H S 
I F I Y K Met KTFNITSDFLF Stop FCGYIIGVYIYFKDKLIYVKVF 
45 CKFLN AIHSE K.IICL Stop NKKNYV RFR ILL T Stop EFVGS Stop 

Stop NSHLHVICSPRHW Stop KALSLLLKYSGSNATQ MetKRA G 
EGKSFC KG RHYS VN SGGYQKVTFGIGTKLQVIP... 
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Jal4(70532 to 70583) 

S Y S Met L L K K F Stop LIEERKII YKD Met SNLLNSGK Met R L C T G V 
D S Stop V K Met GVRAAILWLVKQDYLVKLCKSPRKK Stop V S E 
5 LSREYHLDCSQAFHYIYCTT Met V P Stop KEAFSGLIPWLSLY 
SSIKKGESSQSSHEGDSC. Met L TTLIYYQGNS VI F VRQHSA V I 
YSTFIFGS GTRLS VKP... 

Ja24(60203 to 60265) 

10 

KTSSYLNDRATVVISCHLSSAEDWV Stop P Stop V N A Stop A G G F 
LSLQHLKRTPRLH Stop PQQSGFLPLPPGRCSSWHTPSLVS 
Stop K K RN Stop KRKGEKLISH \MetQLP HF V A R L F P HE Q F V F I Q 
QLSSLG KP FCRGVCHS VT TDSWGKLQFGAGTQVVVTP... 

15 

Ja25(59046 to 59105) 

QKDKASPLSLGRGQGCLSSQ 

AQAGGRKL Stop GVFAEPRNTVGIT Met VRILSLVPEPDCPCC 
PVSTVKWR Stop K Met SPVLDVGRSCRVLRPGVHRDLRSGDG 

20 — E-E-G-S top-KrR N E K- Q N H K D N T E~E G~F I~F- G K E-N-H-K-A-V Stop L-T L- E"E 

Met HSFGGSLLRRALCRGKLSC Stop VFDAEIIT Met Q K D K A S P 
LSLGRGQGCLSS Q... 

Ja31(51207 to 51263) 

25 

ELGWLCSWKISLWV Stop ECTVPSNLCV Stop G Stop AHTYDSKS 
C Stop QIRFSFGSF Met P R N A K E F Stop KLISLAFLKETLFALCCR 
ANFSSYHKRPETQRKQKKKRKKKKTQGESNCPLTTVLCV 
W Stop G F T Met G FSKG R K C C G N N N A R L Met F G D G T Q L V V K P ... 

30 

Ja36(45351 to 45411) 

KLGAVSLTCNLSILEG Stop G R R I T Stop GQEFKTTLGNTVRPP 
S L Q K I N K Stop NFFKNSQAW Stop HAPVILATEEVEAGGSLVPR 
35 R S R L Q Stop AKNTPLHSSLDNKVRSCL Stop K Y I F K N I K Stop I S 

Stop R R R K E MetKKIWL SRK VFL Y W A E T L CQTGANNLFFGTGT 
RLTVIP... 

Ja40(39930 to 39990) 

40 

N Y K I Met SWVCLCGS Stop T G S R G E S Stop Met EYFRGFNSHLDA 
Stop VLICSLNQTL Stop LIN Met HKDS Met RLKNFCKLGPNRSSE 
DFLYELRYNPK Stop ITCRKIRGQGLS Met GKVH V Met PLL F Met 
ES KAA S INGN I Met L VYVE THN T VT TSGTYKYIFGTGTRLKV 
45 LA... 

B3 

Ja41(37899 to 37961) 

50 
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Q L L S L Stop YLPPTFTLEPHRIVSVHAPGCSQSRPARRSAGHR 
KTPDFITCHRAPSLRWQISILITHITVGSGDLVS NG L Met E EG 
S F IYT I KG P WMetT HSL CDCCVIGFQTLALIGIIGEGTWWLLQ 
G VFCLGR r//CGTQIPGMHSTS A K A PR C W S H P... 

5 

Ja44(35064 to 35126) 

10 LGPITHQV Stop QEGFIKIKPRNRKDKEFNSQCLQS Stop T Stop Q 
LLSLNHLVSTP Stop PTE VKEGNQQ VMetL VK Stop VSGQSQLPS 
Stop ELILWSLGKGNASVRAHPGCPSGRDHGESSE Stop GSEH 
Q Met ES QA TGFCYEASHS FNTGTASKLTFGTGTRLQVTL... 

15 

Having now generally described the invention, the same will be more readily 
understood through reference to the following example, which is provided by way of 
_ illustration and is not intended to b e lim itin g of the present inven tion. 



20 EXAMPLES 
MATERIALS AND METHODS 

Human Cell culture 

293T cell line were grown in Dulbecco's modified Eagles medium (DMEM) 
25 supplemented with 10% fetal calf serum FCS) (Beth Haemek, Israel), supplemented with 
20mM L-glutamine, 60jug/ml penicillin, 100ji.g/ml streptomycin and 50mg/L Kanamycin. 
Amniotic fluid cells were grown in AMF medium (Biological industries, Beit Haemek, 
Israel). 

30 GFP-TCRJ2.3-CJ3 Expression Vector 

The cDNA of human TCR J2.3-Cp was amplified from cDNA from Amniotic fluid cells 
and from cord blood mononuclear cells using the sense primer 
5 ' CCGGAATTCC ATGGGGCTCTC AGCGGTGG and antisense primer 5' CGCGGA 
TCCCTAGCCTCTGGAATCCTTTCTC and ligated into EcoRI and BamHI digested and 

35 calf intestinal alkaline phosphatase-treated pEGFPCl (Clontech, Palo Alto, CA). DNA 
sequence analysis of .the GFP-TCR J2.3- Cpconfirmed the intended reading frame. 
Proceeding from the N to C terminus, the resulting fusion protein consists of GFP a linker 
sequence of 10 amino acids, and TCR J2.3-C(3 
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Transfections 

293T cells were plated at 70% confluency in 6 well plates and transfected with 1.6 jag of 
GFP-TCR J2.3- CR construct using the calcium phosphate transfection method. 

5 

Western Blot Analysis and Fluorescence Analysis 

For immunoblot analysis, 24 hrs after transfection 5 X 1CP 293T cells were lyzed on ice in 
Tris pH 8 20mM containing 1% Triton, 140mM NaCl, 10% glycerol, ImM EGTA, 1.5 
mM MgCL2, ImM Sodium vanadate. Cell fysates were clarified by centrifugation at 

10 15,000 g for 10 min at 4°.C, and boiled after addition of SDS-sample buffer (5% glycerol, 
2% SDS, 62.5 mM Tris-HCL pH 6.8, 2% 2-mercaptoethanol, 0.01% bromophenol blue). 

Extracts were subjected to 12% SDS-PAGE, blotted and probed with Anti-GFP 
monoclonal antibody JL-8 (Clontech, Palo Alto, CA) and secondary antibody was goat 
anti-mouse-HRP (Sigma). Chemiluminescent signals were generated by incubation with 

1 5 the ECL reagent. The gels were exposed to X-ray film. 

(a) Cell lines and culture: 

Several cell lines used herein in the examples originated in the inventors' 
laboratory or were obtained from other sources: mesenchymal MBA-13, MBA-15, 14F1.1, 
20 NIH/3T3, AC-6, AC-1 1 and FBMD-1 cells; control C2C12, 1C8, MPC-1 1 and AB-8 cells; 
and MC/9 mastocytoma cells. 

The cell lines were cultured by standard procedures such as in DMEM containing 
10% FCS or with RPMI 1640 (GIBCO) containing 7% FCS, 2 mM 1-glutamine, 5 x 10 -5 
M 2-mercaptoethanol and 1 mM sodium pyruvate (B). Cell lines were cultured in DMEM 
25 containing 10% FCS and D-9 CM containing IL-3 and IL-4, or cultured in DMEM 
containing 20% FCS. 

(b) Primary cell cultures: 

(i) Bone marrow: Mouse bone marrow cells were obtained from femur and tibia of 
30 1-2 week old female C57BL/6 mice. Bone marrow cells were removed aseptically by 
flushing culture medium through the marrow cavity using a 1ml syringe fitted with a 27- 
gauge needle. 1 x 10 7 cells/ml were seeded in DMEM with 20% FCS (Bio Lab, Israel) 
and cultured for 4-5 days at 37°C and 5% CQ 2 atmosphere. The plates were washed and 



18 



covered with fresh culture medium. After 3 weeks, a monolayer was formed. The cells 
were passaged monthly at a split ratio of 1:10 using 0.5% trypsin (Sigma, St. Louis, MO) 
containing 0.02% EDTA. 

(ii) Fetal fibroblast: Mouse embryo were chopped in PBS solution and treated with 
5 0.5% trypsin and 0.02% EDTA at 37°C for 15 minutes. The supernatant was collected 
and treated again with trypsin for 30 minutes. The cell suspension obtained was then 
washed a few times, resuspended in DMEM containing 10% FCS to a final concentration 
of 10 6 cells/ml, and cultured for 4-5 days at 37°C and 5% C0 2 atmosphere. When a 
fibroblast" monolayer was formed, it was trypsinized for 5 minutes, and the cells were 
10 washed and resuspended as indicated before. This cell suspension (2xl0 5 cells/ml) was 
cultured again for 4-5 days and then collected. 

. (iii) Thymus and liver cells were obtained from Balb/c mice, 6-10 weeks old. 



(c) Proliferation Assay: 

15 Stromal cells were seeded at 1 x 10* cells/ml on a 96-well round-bottom microplate 

(Falcon, CA) for 48 hours at 37°C in a humidified atmosphere of 10% C0 2 in air. The 
subconfluent cultures were supplemented with the relevant antibodies and incubated for an 
additional 48 hours. The cells were then pulsed with 1 mCi/well of [ 3 H] -thymidine 
(Nuclear Research Center, Negev, Israel). After 24 hours, the cells were harvested, and 

20 the incorporation of tritiated thymidine was determined. Briefly, the supernatants were 
aspirated, the cell monolayer was washed repeatedly with PBS to remove excess 
thymidine and extracted with 0.1N NaOH 0.2 ml/well. A volume of 0.1 ml of the cell 
extract was- added to 3 ml scintillation liquid/vial (Quicksafe, A. Zinsser, Germany) and 
the radioactivity was counted in a liquid scintillation analyzer (1600TR, Packard, CT). 

25 [ 3 H]-thymidine incorporation reflecting the DNA synthesis was expressed as the 
stimulation index and was calculated as the ratio of the mean of the experimental samples 
to the mean cpm of the control sample. Untreated cells or cells treated with irrelevant 
antibody served as control. 

30 (d) Antibodies: 

The following monoclonal antibodies (mAbs) were used in the experiments: 
fluorescein isothiocyanate (FITC)-mAb anti-CD3s (clone 145-2C11); low azide no 
endotoxin or FITC-conjugated hamster anti-mouse TCR0 (clone H57-597); phycoerythrin 
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(PE)-conjugated hamster anti-mouse TCRy5) GL-3). All antibodies were purchased 
from PharMingen, San Diego, CA. Goat anti-human IgM (Kalestab, Denmark), FITC- 
conjugated goat anti-mouse (Sigma, Israel) and mouse anti-rat IgG (Jackson 
Immunoresearch Labs, West Grove, PA) served as control antibodies. Hybridoma 
5 supernatants of anti-TCRp (clone H57-597) and anti-CD3s (clone 145-2C11) were used 
for activity assays. FITC-conjugated goat anti-hamster IgG was purchased from Jackson 
Immunoresearch Labs. Anti-rabbit FITC Fab fragments was used as a second antibody to 
detect staining with rabbit polyclonal anti-peptide 1121 and anti-jp2.6 peptide (b) 
antibodies. 

10 

(e) Flow Cytometry: 

Cells were washed with PBS without Ca +2 .and Mg +2 containing 0.02% sodium 
azide and incubated for 30 minutes at 4°C with FITC-conjugated anti-mouse CD3s) 
clone 145-2C11) or FITC-conjugated TCRp (clone H57-597) or anti-jp2.6 peptide (b) 

15 antibodies. As second antibody for anti-Jp2.6 peptide (b) antibody, FITC-conjugated 
donkey anti-rabbit IgG was used (Jackson Immunoresearch Labs). For intracellular 
staining, cells were fixed and stained with TCRp using the Cytoperm kit (Serotec, UK). 
In all experiments, cells stained with isotype-matched control immunoglobulins were also 
prepared as negative controls for the surface and the intracellular staining. After washing 

20 with PBS, cells were analyzed for fluorescence with a FACScan (Becton Dickinson) with 
logarithmic intensity scales. In most cases, 5 x 10 3 cells were scored using Lysis II 
software (Becton Dickinson). 

(f) Immunofluorescence: 

25 Stromal cells were seeded at 10 5 cells/ml in chamber slides (Labtec slides: Nunc, 

USA) (400 ml/well) and incubated for 24 hours at 37°C in a humidified atmosphere of 
1 0% C0 2 in air. The slides were washed in PBS (without Mg +2 and Ca* 2 ) and were either 
unfixed or fixed in 3.7% paraformaldehyde in PBS for 20 minutes and permeabilized with 
0.5% Triton X-100 in fixing solution for 2 minutes. The cells were washed with PBS for 5 

30 minutes and blocked with normal sheep serum for 45 minutes and then stained with the 
relevant antibodies for-30 minutes. After incubation, the cells were washed with PBS, 
stained with the fluorescent second antibody for 30 minutes, washed, embedded in 50% 
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glycerol in PBS and cover slips were mounted and sealed. Fluorescence was examined 
using a Zeiss fluorescence microscope (Zeiss, Oberkochen, Germany). 

(g) RNA Isolation and Northern Blotting: 

Total RNA was extracted by Tri-Reagent (Molecular Research Center, Cincinnati, 
OH). For Northern blotting, poly A+ mRNA was obtained using oligo dT magnetic 
columns (Promega, Madison, WI). 5-30 fig mRNA were Northern blotted and probed 
using standard techniques with probes for the following regions: TCR CP, TCR Cot and 
CD3s. The probes were labeled with [ 32 P]-dCTP by random priming (Prime-a-Gene, 
Promega, Madison, WI), prehybridized at 42°C in 50% deionized formamide, 2 x 
Denhardt's solution, 0.1% SDS, 5 x SSPE, 100 mg/ml boiled salmon sperm DNA. 
Hybridization was performed at the same conditions with 1 x 10 6 cpm/ml labelled probe. 
Filters were wash ed twice with 1 x SSC, 0.1% SDS at 42°C for 30 minutes and then^ 
washed twice with 0.1 x SSC, 0.1% SDS at 55°C for 30 minutes. 

(h) PCR Analysis: 

Total RNAs were reverse transcribed to cDNAs by incubating purified total RNA 
at 37°C for 60 minutes in the presence of MMLV reverse transcriptase. The primer pairs 
used for CD3e were as follows: sense primer, 5 ' -TGC C CTCT AG AC AGTG ACG-3 ' ; and 
antisense primer 5 ' - CTTCCGGTTCCGGTTCGGA-3 ' . The TCR derived primer pairs 
used were as follows: 

Cp5 : l'-ATGTGACTCCACCCAAGGTCTCCTTGTTTG-3'; 

CPS : 2 ' - AAGGCTACCCTCGTGTGCTTGGCC AGGGGC-3 ' ; 

CP5 : 3 ' - C ATCCTATC ATC AGGGGGTTCTGTCTGC AA-3 ' ; 

CP5 : 5 ' - C ATCCTATC ATC AGGGGGTTCTGTCTGC AA-3 ' ; 

CP5 : 6 ' - TTC AG AGTC AAGGTGTC AACG AGG AAGG-3 ' ; 

Cctl: 5'-AAGATCCTCGGTCTCAGGACAGCACC-3' ; 

Ca2: 5'-ACTGTGCTGGACATGAAAGCTATGGATTCC-3'; or 

Tm: 5 ' - G ATTT AACCTGCTC ATGACG-3 ' . 

For PCR, thirty cycles of amplification were carried out using the following 
conditions for each cycle: denaturation at 94°C for 5 minutes, annealing at 58°C for 2 
minutes, and extension at 72°C for 2 minutes. 
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ffl Rapid Amplification of 5' and 3' Ends (RACE): 

5' and 3' RACE was performed for the cloning of the TCR CP chain of MBA-13 
cells using the Marathon cDNA amplification kit (Clontech, Palo Alto, CA). Adaptor 
5 ligated cDNA was prepared from MBA-13 mRNA according to manufacturers' directions. 
Hotstart-Touchdown PCR was performed as follows: 94°C for 5 minutes (xl cycle), 94°C 
for 1 minute and 74°C for 3 minutes (x5 cycles), 94°C for 1 minute and 70°C for 3 
minutes (xl5 cycles), 94°C for 1 minutes and 68°C for 3 minutes (xlO cycles). Specific 
primers were used paired to the adaptor primer of the kit. The RACE products were 
10 cloned into the pGEM-T plasmid (Promega) and transfected into E. coli JM109 cells 
(Promega). DNA was purified and sequenced using an automated DNA sequencer 
(Applied Biosystems 373 A, New England Nuclear, Boston, MA). 



CO Statistics: 

1 5 Data are presented as the mean ± standard error of the mean. Student's t-test was 

performed to determine significance. 

RESULTS AND DISCUSSION 

Figure 1 shows the nucleotide sequence of a cDNA that was cloned from the 

20 stromal/mesenchymal cell line, MBA-13, that shows a J(32.6 flanked by an intronic J (J int - 
JP2.6-C). 

The J int -jp2.6-C mRNA encodes a putative protein that according to available 
literature (Irving, 1998) should be capable of being expressed on the cell surface. We 
therefore raised polyclonal rabbit antibodies by immunizing against a peptide sequence 

25 deduced from the J02.6 intronic sequence as follows: NH2-LAEPRGFVCGVE-COOH, 
the peptide herein designated peptide (b). For this purpose, peptide (b) conjugated to KLH 
was injected into 2 New Zealand rabbits using Complete Freund's Adjuvant for the first 
boost and Incomplete Freund's Adjuvant for additional boosts. Pre-immune serum was 
collected before the first boost and immune sera were collected after the additional boosts. 

30 Reactivity of the serum with the peptide (b) was tested by ELISA. The serum was purified 
on a peptide affinity column (eluted in 0.1 M glycine pH 2.5 and dialyzed to PBS). The 
purified anti-peptide (b) antibody was also tested by ELISA. 
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The immunized rabbit serum was processed by isolating the specific antibodies 
using a column of the immunizing peptide (b). These antibodies were then tested for their 
ability to recognize various cell types: MBA-13 cell strains 1 5 2 and 3, mouse embryonic 
fetal fibroblasts and thymus cells as shown in Fig. 2. Whereas thymus cells were not 
5 stained (Fig. 2F), as judged by FACS analysis, two strains of the MBA-13 mesenchymal 
cell lines showed prominent cell surface staining by the polyclonal antibodies (Figs. 2A, 
2B). On the other hand, one strain of the MBA-13 cell line was negative (Fig. 2C). A 
striking finding is that we found correlation between the expression of the J int -Jp2.6-C 
mRNA (Fig. 3) and the reactivity of the antiserum with the stromal cells. Thus, the two 

10 cell strains that expressed ji nt -Jp2.6-C mRNA, also reacted with the antibody whereas one 
of the strains that did not show any J int -Jp2,6-C mRNA, also did not give any signal in 
flow cytometric analysis using the antibodies to the intronic peptide (b) (Fig. 2C, clone 3). 

The.specificity_.of the detection of the antigen by the antiserum was furt her ve rified 

using competition assays with the soluble immunizing peptide (b) that reduced the ability 

15 of the antiserum to stain the cells (Fig. 2D). This strongly supports the conclusion that 
J int -Jp2.6-C protein is present on the surface of the MBA-13 cells. It is noteworthy that 
thymocytes do express ji nt -Jp2.6-C on the mRNA level but are not reactive with the 
antibody (Figs. 2F and 3). This in fact should be expected since most thymocytes express 
productively TCRp and suppression of the expression of other transcripts should occur. 

20 On the other hand, in mesenchymal cells that lack recombinases, no complete TCRp 

molecules are formed which allow the expression of J int -jp2.6-C. 

The above findings were made using a permanent cell line (MBA-13) derived in 
our laboratory. We further aimed to find out whether primary mesenchymal cells also 
express the J int -jp2.6-C mRNA. As shown in Fig. 2E and Fig. 3, primary fibroblasts. from 

25 mouse embryo clearly express the gene on the protein and mRNA levels. 

Data base survey indicated that among the seven Jps known, also JP2.1 can 
theoretically encode a molecule such as J int -jp2.6-C. Indeed, PCR analysis using 
appropriate primers detected this mRNA in the MBA-13 cell line. Among the 47 possible 
Jots, 9 could theoretically have a composition of intronic J with an in-frame methionine 

30 codon. These sequences are shown in Fig. 4 and include: JccTA31, JaTA46, JaNewOS, 
JaS58, JaNew06, JaNew08, JaLB2A, JaDKl and JccTA39. Preliminary PCR analysis 
indicates that at least some of these versions of the a chain also exist. In addition there are 
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3 possible Ja molecules initiated by a methionine from within the exonic coding region 
(not shown). 

It is known from the T cell research field that TCRp cannot operate as a functional 
receptor unless coexpressed with pTa. We therefore examined the expression of the latter 
in the mesenchymal cells. Indeed pTa is expressed by the MBA- 13 cell line as judged by 
RT-PCR. Thus, these mesenchymal cells seem to express a pTa/ji nt -jp2.6-C complex 
which is structurally related to a reported TCR complex containing pTa and an 
experimentally truncated TCR (Irving, 1998). The latter complex has been shown to be 
sufficient for intracellular signaling suggesting that the complex in MBA- 13 is likely to be 
effective in signal transduction. 

The study of expression of TCR was extended to a variety of stromal cell lines 
derived by the laboratory of the present inventors or obtained from other laboratories, as 
well as to primary stromal cells from the bone marrow and primary mesenchymal cells 
from mouse embryos. Specific stromal cell clones, but not all clones tested, expressed 
TCRp. Similarly, TCRa was consistently found in particular stromal cell clones (e.g., the 
MBA- 13 stromal cell line expressed both CP and Cot, whereas the MBA- 15 stromal cell 
line did not express CP but was positive for Ccc (Figs. 6A-6C). Similar TCR amplified 
PCR products were observed in cultured primary embryo fibroblasts (Figs. 6A-6C), 
indicating that the expression of TCR was not a bizarre characteristic of in vitro passaged 
stromal cell lines. Rather, TCR gene expression, as judged by PCR amplification, was 
common to primary mesenchymal and in vitro passaged cells of this origin. Indeed, bone 
marrow mesenchymal cells, seeded in vitro and selected by passaging to remove 
contaminating hemopoietic cells, also showed clear TCRaP fragments of the expected 
sizes in PCR analysis. TCR gene expression was not found in B cells, mast cells or liver 
cells (Figs. 6A-6B). 

As shown in Figs. 7A-7B, TCRaP mRNA was detected in the MBA- 13 stromal 
cell line and also in primary fetal and bone marrow fibroblast cultures. The sizes of the 
TCRa transcript corresponded to that found in thymic T cells, whereas the size of the 
mRNA detected by the TCRp probe was about 1.1 kb as compared to 1.0 kb and 1.3 kb 
detected in the thymus. Of significance is that this shorter mRNA version was 
consistently found in different stromal cell lines, as well as in primary mesenchymal cells. 
A 1.0 kb mRNA species has been reported in bone marrow-derived immature precursor T 
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cells. The relationship between the mesenchymal 1.1 kb mRNA species and that found in 
early bone marrow thymocytes remains to be examined. 

The above data thus demonstrate that cells of mesenchymal origin do express TCR 
receptor complex on the mRNA level. In addition to expression of TCRaP mRNA, 
expression of CD3s, which is an essential component of the functional TCR complex, was 
observed (Fig. 7D). Both the size of the PCR amplified product and the mRNA detected 
by Northern blotting deviated slightly from the sizes detected in control T cell-derived 
cDNA. Flow cytometric analysis of stromal cells using an antibody to TCRaP constant 
region indicated that 34% of the MBA- 13 cell population was stained at low intensity 
fluorescence (Fig. 8). These stromal cells were negative when probed with antibodies to 
TCRyS. Importantly, no TCRaP was observed in cell lines that did not show TCRaP 
mRNA. These data substantiate the above described results using antibodies to the 
intronic sequence of JP2.6 

Having now fully described this invention, it will be appreciated by those skilled in 
the art that the same can be performed within a wide range of equivalent parameters, 
concentrations, and conditions without departing from the spirit and scope of the invention 
and without undue experimentation. 

While this invention has been described in connection with specific embodiments 
thereof, it will be understood that it is capable of further modifications. This application is 
intended to cover any variations, uses, or adaptations of the inventions following, in 
general, the principles of the invention and including such departures from the present 
disclosure as come within known or customary practice within the art to which the 
invention pertains and as may be applied to the essential features hereinbefore set forth as 
follows in the scope of the appended claims. 

All references cited herein, including journal articles or abstracts, published or 
unpublished U.S. or foreign patent applications, issued U.S. or foreign patents, or any 
other references, are entirely incorporated by reference herein, including all data, tables, 
figures, and text presented in the cited references. Additionally, the entire contents of the 
references cited within the references cited herein are also entirely incorporated by 
reference. 

Reference to known method steps, conventional method steps, known methods or 
conventional methods is not in any way an admission that any aspect, description or 
embodiment of the present invention is disclosed, taught or suggested in the relevant art. 
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The foregoing description of the specific embodiments will so fully reveal the 
general nature of the invention that others can, by applying knowledge within the skill of 
the art (including the contents of the references cited herein), readily modify and/or adapt 
for various applications such specific embodiments, without undue experimentation, 
5 without departing from the general concept of the present invention. Therefore, such 
adaptations and modifications are intended to be within the meaning and range of 
equivalents of the disclosed embodiments, based on the teaching and guidance presented 
herein. It is to be understood that the phraseology or terminology herein is for the purpose 
of description and not of limitation, such that the terminology or phraseology of the 
1 0 present specification is to be interpreted by the skilled artisan in light of the teachings and 
guidance presented herein, in combination with the knowledge of one of ordinary skill in 
the art. 
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CLAIMS: 



1 . A cDNA molecule encoded by a T cell receptor (TCR) gene, said cDNA 
molecule lacking V region sequences and comprising a constant (C) domain and a joining 
(J) region sequences, and a 5' intronic J sequence upstream said J region sequence 
including an in-frame methionine codon 

2. The cDNA molecule according to claim 1, encoded by a TCRP gene. 

3. The cDNA molecule according to claim 2, wherein the joining (J) gene 
sequence is selected from Jp2.1 and J(32.6. 

4. The cDNA molecule according to claim 3, wherein the joining (J) gene 
sequence is J£2.1 and said 5' intronic J sequence including an in-frame methionine codon 
codes for a peptide of the sequence MENVSNPGSCIEEGEERGRILGSPF 
L as depicted in Fig. 4. 

5. The cDNA molecule according to claim 3, wherein the joining (J) gene 
sequence is J(32.6 and said 5' intronic J sequence including a methionine codon codes for a 
peptide of the sequence MGEYLAEPRGFVCGVEPLCas depicted in Fig. 4. 

6. The cDNA molecule according to claim 5, having the nucleotide 
sequence depicted in Fig. 1 . 

7. The cDNA molecule of claim 2 wherein the joining J gene sequence 
is the intronic J(32.3 gene sequence coding for the peptide: 

MGLSAVGRTRAESGTAERAAPVFVLGLQAV 

8. A cDNA molecule according to claim 1, encoded by a TCRa gene. 

9. The cDNA molecule according to claim 8, wherein the joining (J) gene 
sequence is selected from human or murine Ja genes. 

10. The cDNA molecule according to claim 9, wherein said 5' intronic J 
sequence including a methionine codon is selected from the group consisting of: 

(i) the intronic JocTA3 1 gene sequence coding for the peptide: 
M A WH 

(ii) the intronic JaTA46 gene sequence coding for the peptide: 
MEAGWEVQHWVS DMECLTV 

(iii) the intronic JaTA46 gene sequence coding for the peptide: 
MECLT V 

(iv) the intronic JaNew05 gene sequence coding for the peptide: 
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MTV 

(v) the intronic JaS58 gene sequence coding for the peptide: 
MCGSEEVF V VES A 

(vi) the intronic JaNew06 gene sequence coding for the peptide: 
5 MAC YQMYFTGRKVDEPSELGSGL 

ELSYFHTGGSSQAVGLFIENMISTS 
HGHFQEMQFSIWSFTVLQISAPGSH 
LVPETERAEGPGVFVEHDI 

(vii) the intronic JaNew06 gene sequence coding for the peptide: 
10 MYFTGRKVDEPSELGSGLELSYFHTGG 

SSQAVGLFIE N M I S T S 

HGHFQEMQFSIWSFTVLQISAPGSH 

LVPETERAEGPGVFVEHDI 

(viii) the intronic JaNew06 gene sequence coding for the peptide: 

15 MISTSHGHFQE MQ FSIWSFTVLQIS APGSH 

LVPETERAEGPGVFVEHDI 

(ix) the intronic JaNew06 gene sequence coding for the peptide: 
MQ FSIWSFTVLQIS APGSH 
LVPETERAEGPGVFVEHDI 

20 (x) the intronic JaNew08 gene sequence coding for the peptide: 
MWWGLILSASVKFLQRKEILC 

(xi) the intronic JaLB2A gene sequence coding for the peptide: 
MVGADLCKGGWHCV 

(xii) the intronic JaDKl gene sequence coding for the peptide: 
25 MREP VKNLQGL VS 

(xiii) the intronic JaTA39 gene sequence coding for the peptide: 
MEVYELRVTLMETGRERSHFVKTSL; and 

(xiv) the intronic JaTA39 gene sequence coding for the peptide: 
METGRERSHFVKTSL. 
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11. The cDNA "molecule according to claim 8, wherein said 5' intronic J sequence 
including a methionine codon is selected from the group consisting of: 
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(i) the intronic Ja3 gene sequence coding for the peptide: 
MLL WDPSGFQQISIKKVISKTLPT 

(ii) the intronic Joc6 gene sequence coding for the peptide: 
MLPNTMGQLVEGGHMKQVLSKAVLTV 

5 (iii) the intronic Ja6 gene sequence coding for the peptide: 

M G Q L V E G G H MKQVLSKAVLTV 

(iv) the intronic Ja6 gene sequence coding for the peptide: 
MKQVLSKAVLTV 

(v) the intronic Ja8 gene sequence coding for the peptide: 
10 MSEC 

(vi) the intronic Ja9 gene sequence coding for the peptide: 
MAHFVAVQITV 

_(yii) the intronic Jal 1 gene sequence coding for the peptide: 

MGIC YS 

15 (viii) the intronic Jal 3 gene sequence coding for the peptide: 

MKRAGEGKSFCKGRHYSV 

(ix) the intronic Jal 4 gene sequence coding for the peptide: 
MLTTLIYYQGNSVIFVRQHSA 

(x) the intronic Ja24 gene sequence coding for the peptide: 

20 MQLPHFVARLFPHEQFVFIQQLSSLGKPFCRGVCHSV 

(xi) the intronic Ja3 1 gene sequence coding for the peptide: 
MGFSKGRKCCG 

(xii) the intronic Ja36 gene sequence coding for the peptide: 
MKKIWLSRKVFLYWAETL 

25 (xiii) the intronic Ja40 gene sequence coding for the peptide: 

MGKVHVMPLLFMESKAASINGNIMLVYVETHNTV 

(xiv) the intronic Ja40 gene sequence coding for the peptide: 
MPLLFMESKAASINGNIMLVYVETHNTV 

(xv) the intronic Ja40 gene sequence coding for the peptide: 
30 MESKAASINGNIMLVYVETHNTV 

(xvi) the intronic Ja40 gene sequence coding for the peptide: 
MLVYVETHNTV 
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(xvii) the intronic Ja41 gene sequence coding for the peptide: 
MEEGSFIYTIKGPWMTHSLCDCCVIGFQTLALIGI I G E 
G T W WLLQ GVFCLGRTHC 

(xviii) the intronic Ja41 gene sequence coding for the peptide: 

5 MTHSLCDCCVIG FQ T LA LIGIIGEGTWWLLQGVFCLG 

RTHC 

(xix) the intronic Ja44gene sequence coding for the peptide: 
MESQATGFCYEASHSV 

10 12. An antisense DNA molecule of any of the cDNA molecules of claims 1-11. 

13. An expression vector comprising a DNA molecule according to any one of 
claims 1 to 1 1 . 

14. A host cell comprising a vector according to claim 13, wherein the host is a 



mammalian cell 

15 15. Transfected mesenchymal human cells according to claim 14. 

16. A method for inducing mesenchymal cell growth comprising the step of 
administering to a subject in need thereof autologous transfected mesenchymal human 
cells comprising a cDNA molecule according to any of claims 1 to 11, in an amount 
effective to induce mesenchymal cell growth. 

20 17. A method according to claim 16 for wound healing. 

18. A method for suppressing mesenchymal cell growth comprising the step of 
administering to a subject in need thereof autologous transfected mesenchymal human 
cells comprising a DNA molecule according to claim 12, in an amount effective to 
suppress mesenchymal cell growth. 

25 19. A method according to claim 16 for suppression of carcinomas. _ 

20. A polypeptide encoded by a DNA molecule according to any one of claims 

1 to 11. 

21. A protein capable of being expressed on the cell surface or intracellular^ 
encoded by the nucleotide sequence depicted in Fig. 1 . 

30 22. A protein according to claim 19, having the amino acid sequence depicted 

in Fig. 1 . 

23. A synthetic peptide deduced from an intronic J sequence of a TCR. 
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24. The synthetic peptide according to claim 23 selected from the group 
consisting of: 

(a) MENVSNPGSCIEEGEERGRILGSPFL 

(b) MGEYLAEP RG FVCGVEPLC 

(c) M A W H 

(d) MEAGWEVQHWVSDMECLTV 

(e) M E C L T V 

(f) M T V 

(g) MCGSEEVFVVESA 

(h) MACYQMYFTGRKVDEPSELGSGL 
ELSYFHTGGSSQAVGLFIENMISTS 
HGHFQEMQFSIWSFTVLQISAPGSH 
LVPETERAEGPG VF VEHDI 

~ (i)M YFTGRK VDEPS ELGSGL 

ELSYFHTGGSSQAVGLFIENMISTS 

HGHFQEMQFSIWSFTVLQISAPGSH 

LVPETERAEGPGVFVEHDI 
(j)MISTSHGHFQEMQFSIWSFTVLQIS 

APGSHLVPETERAEGPGVFVEHDI 
(k)MQFSIWSFTVLQIS 

APGSHLVPETERAEGPGVFVEHDI 
(l)MWWGLILSASVKFLQRKEILC 
(m) MVGADLCKGGWHCV 
(n)MREPVKNLQGLVS 

(o) M E V Y E L R V T L M E T G RE R S H F V K T S L; and ■ 
(p)METGRERSHFVKTSL. 

25. The synthetic peptide according to claim 23 selected from the group consisting 

of: 

i) MGLSAVGRTRAESGTAERAAPVFVLGLQAV; 

ii) MLLWDPSGFQQISIKKVISKTLPT; 

iii) M L P N TM GQLVEGGHMKQVLSKAVLTV; 

iv) MGQL VEGGHMKQ VLSKA-VLT V;- 

v) MKQVLSKAVLTV; 

33 
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vi) M S E C; 

vii) MAHFVAVQITV; 

viii) MGICYS; 

ix) MKRAGEGKSFCKGRHYSV; 

x) MLTTLIYYQGN SV IFVRQHSA; 

xi) M Q L P H F VARLFPHEQFVFIQQLSSLGKPFCRGVCHS 

V; 

xii) MGFSKGRKCCG; 

xiii) M K K I W L SRK VF LYWAETL; 

xiv) MGKVHVMPLLFMESKAASINGNIMLVYVETHNTV; 

xv) MPLLFMESKAASINGNIMLVYVETHNTV; 

xvi) ME SK A ASINGNIML V Y VETHNTV; 

xvii) M L V Y V E T H N T V; 

xviii) MEEGSFIYTIK G P W M T7TS E~C"D~C"C"V"rG F'Q T ~E~A~L I G I 
IGEGTWWLLQGVFCLGRTHC; 

xix) MTHSLCDCCVIGFQTLALIGIIGEGTWWLLQGVFC 
L G R T H C; and 

xx) MESQATGFCYEASHSV. 
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cells. 
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26. 
27. 
28. 
29. 



30. 

specification. 



An antibody raised against a peptide according to one of claims 23 -25. 
The antibody according to claim 26 raised against a peptide in claim 24. 
The antibody according to claim 26 raised against a peptide in claim 25. 
Use of an antibody according to claim 26 -28 as a marker of mesenchymal 

Use of a polynucleotide or peptide sequence essentially as shown in the 
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CyntbJja Webb 
Patent Attorney 



34 
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. i Intron 5' to Jp2.6 ; " 

1 M G E Y. L A E P V R G F V ** C G V B P L 18 

1 ~ TTCCCTAA^GGGAGAATACCTCGCTGAACCCCGCGGGTTTGTGTGTGGGGTTGAfiCCTC 60 

(H - J02.6 II Cp2 ^ 

19 C'SYJSQYFGPGTRLTVIiE.DIiR 38 
6 1 TGTGCTCCTATGAACAGI^Ca^CGGTC 120 

39 N V T P PKVSLFEPS K. A E I A Iff K 58 
121 GAAATGTGACTCCACCCAAGGTCTCCTTGTTTGAGCCATCAAAA 180 

59 QKATLVCLARGFFPD HVELS 78 
181 AACAAAAGGfcXACCCTCGTGTGCTTGGCC^GGGGCTTCTTCCCTGACC^ 24 0 

79 WWVN G KE VH S GV S T D P Q A Y K 98 
241 GCTGGTGGGTGAATGGCAAGGAGGTCCACAGTGGGGTCAGCAC 300 

99 ESNYSYCLSSRLRVSATFWH 118 
301 AGGAGAGCAATTATAGCTACTGCCTGAGCAGCCGCCTGAGGGTCTCTGCTACCTTCTGGC 360 

119 NPRNHFRCQVQFHGLSEEDK 138 

361 AC AAT C CTC GAAAC CACTTC C GCTGCCAAGTGCAGTTC CATGGGCTTTCAGAGGAGGACA 4 2 0 



139 WPEGSPKPVTQNI SAEAWGR 158 

421 AGTGGCCAGAGGGCTCACCCAAACCTGTCACACAGAACATCAGTGCAGAGGCCTGGGGCC 4 8 0 

159 ADCGITSASYHQGVLSATIL 178 

481 GAGCAGACTGTGGAATCACTTCAGCATCCTATCATCAGGGGGTTCTGTCTGCAACC ATCC 54 0 

179 Y2ILLG KATLYAVLVSGLVL 198 

541 TCTATGAGATCCTACTGGGGAAGGCCACCCTATATGCTGTGCTGGTCAGTGGCCTGGTGC 60 0 

199 HAMVKXKNS* 208 

601 TGATGGCCATGGTCAAGAAAAAAAATTCCTGAGACAAACirrrTATGCATCCTGAGCCGTT 660 

661 CTTC A C C C TGGCCATAGATTTTC CTGCAC CTTCTCT AATTCCTGTT C CTAAGAACTTGTC 72 0 

721 TCTTCTTCCTC CATGG ATATC CATCCTTCCTCGTTGACACCTTGACTCTGAAA 773 



FIGURE 1 
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Sequences of intronic jp sequences containing Met: 

{Green = nomenclature;; M =Met; Blue = Jp exon; = continuation of Cp2) 

Jp2.1 KGS REVEPPFSPYHVNHQQSIRTCMGN YELIKKH 
Stop V E K Stop TLCGKEVTSPFSLEATWTPTGSLQISNSLCQ 
TLSE 

Stop MDIRSQAKSGISSSI Stop DRPHARSRL P Y QFWR Stop M 
ENVS NPGSCIEEGEERGRILGSPFLLCNYAEQFFGPGT 
RLTVL 

JP2.6 ELLGNCS GEFW GFW RL Y PEFPSRALEREAE Stop Q G 
DFPStopMGEYLAEPRGFVCG VEPLCS YEQYFGPGTRLTV 

Sequences of intronic Jet sequen ces containing Met: 

JaTA31 VSKKKKKKKSVTIL Stop NSEPAEGAINSSLLGS 
LD P G Stop N V L E H CT GLLPS PKD D P Stop CQDRSSFLWGGG 
QWIFA VI VFCLAHS PRLWStop PETSPQSTTQEQRVKGStop 
LN 

_Stop_G ERDIGHVRTRRNFTQKKNCHLGRC Stop SVSMAEVT 
PPPCPRLVS QLRHGH Stop QKGGFLSSLKTNLAESHLPS S 
PNEPVVS VDALGSVRRVFAVAEGSRLTRRARWGRTYRG 
WTEASPCLHSS C A A Stop S S C G F Stop T G GR G G W G R G A I P K 
AVACFGICSGLLCLPPWERTHLASRRLDVAGQEDTGVG 
GNSFRGEGERGGRTVVEGVTGGSMSR M Stop S E Stop V K F K 
KLEIKNKKQGRGLQKV YRAGT VDFVM A WHTVANYGNE 
K 

ITFGAGT KLTIKP 

JaTA46 Stop V F L P G R W EP K Stop EVDRD IS NPPCKPLV Stop 
L P T V D T V Stop T I Stop RT L SHIDEGSDVVHT Stop EDS RDLSL 
VTVSDCMPI V VHSRVQQTKDRDIKIRWTLSStopPHLCNQ 
MIFTGSLANGC V A Stop S LT I S PLL S P WL S F G S LS LT Stop N L 
KStop 

S I Y Stop IIRFLGCITHKKMTSRHININPEERGQRALSQT 
CSELNLTTPCFNQLAS AYDQLRQRATDRKWS SRHHLTR 
A L Stop P H Q R Stop YFRVQESFPQAGWLERGHGS ALRQAME 
AGWEVQHWVSDMECLTVVTGSGGKLTLGAGTRLQVN 
L 

JaNew05 Stop V K D Stop GYPKTK Stop VCGFA VLCSFGGCMS 
LPPRSLCITLMGLC Stop LMKSGHSKDLDEEVIIITAFFHY 
Stop L R I Stop R S A Stop R Stop FINVRLMFVLR Stop Y Stop KPNNSK 
IRLS 

S VTStopTHIHTHSHTHILTHWHNHTHTHTES QSHTHTHS 

HTSTITHTLTQPHTHSLSLSLSLSLSLSLSLSLSLPRQ 

C N C I W F P S R N G C C V C L T S top D M Q S Y Q L V S W L G F C Y C S top 

FSVKTLPVKEAWCYQP Stop SCHYSNHIYT Stop P F Y Y F I S 

LKLAQLIRIQCWGNKTSGF Stop S S S E Stop LHSQLLVLRG 

CSKPSQTLGTKAARRKASTRGEDDVAFLGLPLGPSCLL 

VI VRPQMT VNSGGS NAKLTFGKGTKLS YKS 

JaS58 W V Stop R F H V T A V A L C S F Stop T S L L H L F Stop L E T L 

GFRLSFLFKKQSL Stop S K Stop QDLLCLLSFHIVTKAGRIC 



FIGURE 4 
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S KL G LRLLA K VE WM Stop V Stop L V Y R KE R F V L LFF-Stop P Stop 
StopYS 

KVKATT V ASKVLQAWS V.LQGET WGNWLTFHGKTGML 
FV 

VGLLLLLLS S L S L S LKET Stop Y NT FStop L S GFEStopL GI Q 
MCITCSWQGSRAVVLNLPNVVAPSPPKTIKLFCCYFIA 
V T L L L L Stop I G M Stop I S Y M Q L I Stop YATPVKGSLNPQRRS 
ALQDESRCCRGRWSTVSNVRGAIELGRNTMPTFEEKKN 
S S LG LEQD Stop PLFL V S PLPLEKKPFI CNGLSRLMSF 
Stop M R F H V L T Stop Stop DSLGRRSLLPLQV Stop Stop V F .Stop D 
Stop VGNVNCTAKIRRAGINSQPLLMLSL Stop NRNQIRML 
SS VCVHTPPR AS Stop FD Stop C QStop L I Q I FRH L S E QT S L G 
S LCLN Stop LSRYLHNCQICFTLCCIDSA Stop Stop KQMRLC 
FPRSFSPRRSSLPPSK Stop HLFTQREDVQRVT Stop L I A A 
ASLHLYDSLPWKRLKHFIRLIS Stop T D Stop Q P N Stop E E R N 
R F Stop ASFLWLQFQATHLEHLVRHLRNTGARREVVSLCG 
LVFLS CTENFTQE EES K Stop V E N Stop Q P G I H M Y T K Q S Stop 
AS ALSGST VWFPHSPTPAPFISNTYIILFSFSFEFLSA 
MPSHNPSTYHCLSNPRMDGSGTGRVLFSGPSAEPLKKC 
R L Y P S S Stop VATRRLGRGQDEEKPQESGTASLW Stop Y I R 
LNLLSGLKCFSFHLEPMCGSEEVFVVESATVADRLCKC 
ADIWI WHKSHSMST 



JaNew06 KCVFSCSLGLEQYCSLHPQIFSRRIQCLALQTL 
P V Stop PLKGSYSFF Stop K Stop HRRIPFNVANCGGD Stop T A Q 
GPNLCSSLL Stop GQLCLLSHR Stop TSESGGLFPSLAFPVD 
EVVL 

STNFIVKDTHDRQLLPYFSLNKFFLC Stop Stop L Stop Q H I S 
ANEFLVIQINSS VT Stop TVASYPIIQNSLTHHSAAAHCA 
SSNPDLHAS SNKAKRMACYQMYFTGRKVDEPSELGSG 
L 

ELSYFHTGGSSQAVGLFIENMISTSHGHFQEMQFSI WS 
FTVLQISAPGSHLVPETERAEGPGVFVEHDITVSSNTN 
KVVFGTGTRLQVLP ■ 

JaNew08 Stop V M F HFL M F Stop N S L P L S Stop R C S E C RV G KL 
HMLGHGGQHSCTGYSTAQPDTTSPTTGETAPTLPPDTK 
IFLI.V YLI Stop R A KGKIKKL CPE SILKS PRPSPPYPHStop S P 
AD C K 

FNVIFGS Y Stop KStop Stop GFLCLMTPT VS LPS FIKGLLFC 
VWPLLAS WFCPHAPLCLFQGWAGDNSFKS HFD VTDNR 
D 

KVLAKCNTAHGVFSRHTTS QLFS S VQKHGHS YLMSAIY 
SDTAKCSFKAGTRDFLWDLFLRLTMGWAFS GS SEMPS 
W 

IPALPMEILWSG Stop TAKPDMFLLYRLLQGLEIRTLREN 
K S F G Stop MGRLLDGSIRKRND Stop QEERPKKNTGQALG 

GG VGMSRKMVT VGI Q E AG S L S Stop E G K Q GFL Stop LKV P S 
QLSNLNQQGHLPFPSDFPVHVGMPLPPTMVC Stop E V G R 
G 

I D Q E Y V Stop H S Stop GPLFKH ET PESVRGAKSLGPRREMQ 
QSNSSQQVWRST E'QDPVLALCLTPLA SPDHTAHPSS FS 
S top P Q E S K V £TD REP.EIPStopPGQVQKGW S*G AQGWFLKTL 
WIS I Stop FLIYNKFStopLS Stop VIRKMFLL Stop TIPVKGK 
DNIYRGPLLRCQFPPWASMWWGLILS AS VKFLQRKEIL 
CLPGTGSNRLTFGKGTKFSLIP 
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JaLB2A StopV IVTHPLC Stop I P PT R S I FAX S S L Stop LGSL S 
NVVSVTPCPYLLSRYKWSKQILGFH Stop HSETDNCVLDI 
LQKEGFQSKGS H YF Y StopLTHKEA GDNWKVPGEYLGFQ 
KADMA QCMH-S StopKIPStopLTFIEYLLY AC VNAPCTLS HL 
R G Stop W 

LWGRFYPTFKGKVEI VTKWLRENGGPS StopTS SRPGCPH 
CGLSQPGSC Stop GLYRMK Stop P V V L V TTSSVLSQ Stop P 
Stop C L Stop E Q G V R Stop DSLCFLDSDTLKQNGECVHEQFHS 
GSMVNGQ Stop TNLKRSSLWLES Stop PFSTPLSSLPTFLS 
S WTFIS GKPLHRCL C Stop Stop R S QI KN Stop ERL S P G HT KN 
LRR Stop LFFQYLKNSCVDNGRG Stop HQRQNQKQStopMKR 
R 

PSFS GMLLNGAVGGQAPL Stop SLESALQGLHS GSSGLR 
W 

RALWKEFLWHFRLWISCELEVLRPHDPSIEDKRVGYIC 
FFLFLLF Stop Stop PRNRPSNCS QAEAYRDFFTLRR Stop R T 

"" MISQCSKWGK K R R E R E R E R E R EREREREREREREMP Stop 
R R A R G Stop TKEVG Stop L C R G Q I Stop SIEVFISSALE Stop N - 
PS I M Stop VLVTEAVF Stop TGKQDQGSEGLPI Stop T L S K G C 

V I A F Stop StopE RTL A VERLLLPQ IICL LRC S L Stop R K S D C 

L P Stop LLGAWGKDLGKLRADRRSFSALHS Q A R ERG W G 
M V 

GADLCKGG WHCVDRGS ALGRLHFGAGTQLI VIP 

JaDKl Stop VCLFLWI PNLIH C Stop DKCKLFRHVS G 

VSTVPIHPDITGSKVPSHAFPVLTRKTGSSLYCWQAQ 
Stop GSRLEDASDA QQPAWDCPGRESCSEMPSSLPLGIIL 
StopL S S PT Stop 

ARP C L S V AY SIPASHTCGCANILIEASGRS Stop G S S M LL 
F Stop G K A S H Stop Stop SKAG Stop LDSPPPKSLHIPGSGLQV 
QTTMLVFV Stop VLDMEPGCACLQGKHFIG Stop A I S L A H L 
P V S I F F Stop E R I S W Stop YSHLVHRQKDDVDVPRWHTVIW 
SQALIFPPSIFRCLSVKVISSSMSPGGRLACCPSSAVA 
WMASSCYPT StopL Stop CI P 1 1 HLT L Y V Y LLFP Y S Stop M Y C 
HAT VMLFIVSS VSSVVPI Stop TKIQRPNCLPCLKIIVLE 
KKLEFCCCLYRH Stop ELRSLAVARTGYDFCSV Stop L H T P 
Stop V Stop MREPVKKLQGLVSLCLPGRQSSDIWNRNHGIS 
QP 

JaTA39 Stop VPDSW Stop L Stop RPPL S HSLYHTDDHMPYH 
SSKVELGFNEERN Stop MLLV V A VCHPMSHSMFIITLITS S 
DKRKFTRRT V T I C StopT L VKMK VSTGA GAYCNSGYQKD 
QALARKKLNK Stop Stop V D L V KL LQ I FFKN Q Y V S ELT G E Y S 
AAILSGFSYS YGTTVVEPCKRGFHGLNSMLSLYSSNQK 
GGIPSR 

TPKREES Stop M L I T S I Stop DHSRLSIFVRQHGTTIYNVF 
I W G T R H H Stop R D A Stop Stop G C Stop D PLNLPQY L Stop GT V V K 
E LMVH A DK HIP CM GKLSK Stop G CRT GC E QD R S CRNPRN 

SSRRADPEERAAQLKHIQ V P Stop ICFDSCTGPALS VKRK 
CLIILHKLI StopGStop VNVCKNILQILKC YPHIKYGS IK 
QQKILKLGQSStopTXLRStopRDGVCSCGS VATGTGStopKH 
PLSLMEVYELRVTLMETGRERSHFVKTSLT VQILGLTR 
GLELGQNSKSFQ 
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Intron 5' to J62.3 



J62.3 



CB2 



Intron 5" to J02.3 



1 atggggcccccagcggcgggaaggacccgagcccagtccgggacagcagagcgggcagca 60 

1 M G L S A VGRTRASSGTASRAA2Q 

■ f | J(32.3 ■ 

61 ccggct t z cgccccgggcccccaggczgzgaccacagac=cgcagt:a^t ccggcccaggc 12 0 
21 PVrVLGLQAVSTDTQ'STGPG^Q 



Q32 



121 acccggccgacagcgcccgaggaccigaaaaacgzgczcccacccgaggtcgc-gzgr-c 130 
41 T R L T V L £ D 1 KM V r ? - ? £ V A V". ? 60.. 



131 gacccaccacaaccagacarcrcccacacccaaaaggccacac :?ccg:gcc zggccaca -i^ ; j 
ol E ? S E A Z I S H TO ?: A 7 1 V CHAT 30 



2 41 ggc z - z :accc: rcc:acr:.TCccc :cacc: rc:zc.;:r = = : rcgaagcacg rgcacagc j 00 
31 G r V r 2 H V £15 /: V: V 2- rl E 7 H S 100 

3 01 ggggc cage acagacccgcaccccc -caagcaccagccccccczcaacgaczccagacac 3 50 
ioi g v* s r d ? o ? i :-: z q ? a i >: d s ?. v 120. 

3 51 ngcccgagcagccgcc cgagggcc:cggc:acc::c:gcc3gaacccccgcaaccacccc 420 
121 C L S S R L R V S A T ? W Q M ? R N H r 140 

421 cgccgccaagcccagccccacgggcccccggagaacgacgagcggacccaggacagggcc 480 * 
141 RCQVQ rYGLSINDEwTQDRA 160 

481 aaacccgccacccagatcgccagcgccgaggcc^gggg^agagcagactgcggccccacc. 540 
161 K ? V T Q X V S A £ A W G R A D C G FT 180 

541 tccgagccccaccagcaaggggccccgtccgccaccatcccccccgagaccttgccaggg 600 
131 SESYQ Q G V L S A T f L Y £ ILLG 200 

601 aaggccaccttgtatgccgtgccggtcagtgccctcgtgctgatggccatggtcaagaga 660 
201 KAT L Y AVLVSALVL M A M V K R 22 0 



661 aaggactccagaggctag 
221 K D S R G * 



678 
225 
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